Supplementary figures

Fig. S1. Lactophenol cotton blue staining of endophytic fungi Epicoccum sherrardiae

Fig. S2. Species identification of fungal cultures isolated from Plectranthus vettiveroides: Genomic DNA
isolation (left), ITS region PCR amplification (middle) and DNA ladder specifications.

Fig. S3. Molecular Phylogenetic analysis of Epicoccum sherrardiae by the maximum likelihood method is
based on ITS region sequences, showing the evolutionary relationship of Epicoccum sherrardiae with
related fungal species.
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Fig. S1. Lactophenol cotton blue staining of endophytic fungi Epicoccum sherrardiae.

gDNA ITS PCR amplicon Ladder specification
(bp)

1.500
1,000
~-800

800

700

600

500

400

Fig. S2. Species identification of fungal cultures isolated from Plectranthus vettiveroides: Genomic DNA
isolation (left), ITS region PCR amplification (middle) and DNA ladder specifications.
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Fig. S3. Molecular Phylogenetic analysis of Epicoccum sherrardiae by the maximum likelihood method is

based on ITS region sequences, showing the evolutionary relationship of Epicoccum sherrardiae with
related fungal species.




